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Effect of trichostatin A and 5-aza-2' -deoxycytidine on the development of vascular calcification
Takuya AZECHI
Department of Clinical Chemistry, Hoshi University School of Pharmacy and Pharmaceutical Sciences

In the present study, we investigated the effect of trichostatin A, a histone deacetylase (HDAC) inhibitor, and 5-a
za-2'-deoxycytidine, a DNA methyltransferase (DNMT) inhibitor, on the inorganic phosphorus (Pi)-induced mineralization
of human aortic smooth muscle cells (HASMCs). We showed that these inhibitors increased the expression of osteogenic
gene including alkaline phosphatase (ALP) and promoted the Pi-induced mineralization of HASMCs. Moreover, both
treatment with phosphonoformic acid, a sodium-dependent phosphate transporter inhibitor, and suppression of the ALP
expression inhibited these inhibitors-promoted mineralization of HASMCs. These data suggest that inhibition of HDAC
or DNMT enhances the mineralization of HASMCs with Pi stimulation via upregulation of the ALP expression.



