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Degradation of target proteins by using heterobifunctional chimeric molecules:

History and current status of targeted protein degraders
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Degradation of target proteins by using heterobifunctional chimeric molecules: History and current status of targeted protein degraders

Naoki KANOH
Laboratory of Organic and Biomolecular Chemistry, Institute of Medicinal Chemistry, Hoshi University

Conventional small-molecule drugs have been developed to inhibit or modulate enzymes and receptors. However, recent estimation

suggests that they can access only about 2001 of the proteome; thus, new modalities are needed to break the deadlock in the current
situation. Recently, unique heterobifunctional chimeric molecules, also known as induced protein degrader or targeted protein degrader,

have been developed to degrade any proteins of interest by hijacking the ubiquitin-proteasome machinery inside the cells. In this review,

the history, present status, and outlook of this technology will be highlighted.



